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EXPERIENCE 

MAY 2022 – PRESENT 

POSTDOCTORAL RESEARCHER, STRUCTURAL GENOMICS CONSORTIUM AT 
GOETHE UNIVERSITY, FRANKFURT AM MAIN, GERMANY 
Research: 

• Generating protein-ligand interaction and structure datasets to train AI models 
(LigandAI) 

• Developing inhibitors/binders for AAA+ proteins involved in chromatin modification 
and cancer development 

• Next-gen degrader development 

• Developing inhibitors/probes for less studied kinases (dark kinases) 
General responsibilities: 

• Crystallization and structure determination of protein-ligand complexes  

• Protein purification for crystallography and compound libraries screening 

• General structural biology support to projects in the lab 

SEP 2018 – AUG 2021 

POSTDOCTORAL RESEARCHER, THE FLORDIA STATE UNIVERSITY COLLEGE OF 
MEDICINE, TALLAHASSEE, FLORIDA, USA 
Research: 

• DNA base excision repair 
o hPolβ-DNA-ligands time-resolved crystallography  
o Developed biochemical assay to understand the relation between two 

distinct functions of hPolβ 

• Understanding lesion-bypass by DNA polymerase IV (Dpo4) 
Management: 

• Inventory and lab management 

• Training undergraduates, graduate students, and new postdocs  

• Radiation, chemical, and biological safety 

AUG 2012 – JAN 2018 

RESEARCH FELLOW, CSIR-INSTITUTE OF MICROBIAL TECHNOLOGY, 
CHANDIGARH, INDIA 
Research: 

• Hypothetical essential proteins as potential drug targets 
o Rv2229c from Mycobacterium tuberculosis  
o Msmeg_4306 (Rv2229c homolog) from Mycobacterium smegmatis 

• 3,4-dihydroxy-2-butanone-4-phosphate synthase (DHBPS) from Vibrio cholera (VribB, 
part of Riboflavin biosynthesis pathway) as a potential drug target 

o Structure solution and refinement of VribB crystals  
o Inhibition kinetics for VribB 



 

EDUCATION 

JAN 2018  

PH.D., CSIR-INSTITUTE OF MICROBIAL TECHNOLOGY, CHANDIGARH, INDIA 
(JAWAHARLAL NEHRU UNIVERSITY, NEW DELHI) 
Thesis title: “Structural and mechanistic insights into Rv2229c, an essential gene from 
Mycobacterium tuberculosis”. 

MAY 2011 

M.SC., SRM UNIVERSITY, CHENNAI, INDIA 
Dissertation title: “Drug Designing for Chorismate Mutase in Mycobacterium tuberculosis” 

MAY 2009 

B.SC., GARDEN CITY COLLEGE, BENGALURU (BANGALORE), INDIA (BANGALORE 
UNIVERSITY) 

SKILLS 

• Time-resolved macromolecular 
crystallography (diffusion trapping) 

• Protein/complex crystallization using 
automation/robotics 

• Crystallographic fragment screening (Xchem) 

• Protein-DNA-ligand complexes 

• Protein purification and characterization 

• Synchrotron data collection 

• In-house x-ray data collection 

• Molecular biology and recombinant DNA 
technology  

• Enzymatic assays 

• Circular dichroism, Isothermal titration 
calorimetry, Microscale thermophoresis, 
Quench flow, DSF 

• Bioinformatics 
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MEMBERSHIPS, FELLOWSHIPS, AND AWARDS 

• Postdoctoral Research Award for outstanding achievement as a postdoctoral scholar, The 
Florida State University College of Medicine, Aug 2021. 

• Associate Faculty Member, Structural Biology, F1000 Prime, October 2018 to September 
2022 

• Life member of the Indian Biophysical Society 

• CSIR-Shyama Prasad Mukherjee Research Fellowship concurrent with the Ph.D. program, 
August 2012 to July 2017 

• CSIR program on Youth for Leadership in Science in 2003 

• Certificate of merit in science in AISSE 2003 
 
 


